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Volume 3, no. 5, doi:10.1128/mBio.00246-12, 2012. After careful review of Fig. 3, the accuracy of the electrophoretic profiles of the
control lipopolysaccharides (LPSs) was called into question compared to profiles of similar LPSs analyzed by M. S. Zygmunt et al.

(Clin. Vaccine Immunol. 19:1370 –1373, 2012). After further gel experimentation, it was confirmed that the profiles of the control LPSs
in Fig. 3 only were not correct. The revised Fig. 3 (below) shows the correct profiles of the LPSs of strains 2308 and BO1. We thank Axel
Cloeckaert for notifying us of this issue.
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FIG 3 Electrophoretic profiles of the LPSs produced by B. abortus 2308,
B. inopinata strain BO1, and B. inopinata-like strain BO2. Lanes: A, B. abortus
strain 2308 LPS isolated from the phenol phase (80 �g); B, strain BO1 LPS
isolated from the phenol phase (30 �g); C, strain BO2 LPS isolated from the
phenol phase (25 �g); D, strain BO2 LPS isolated from the aqueous phase
(25 �g). Strain 2308 and BO1 LPSs were not present in aqueous-phase extracts
(data not shown).
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